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1

59

DNA

Homo sapiens

1

ccagcttcge ctcaccccat tacagtctca ccacgccccg tcccctctee gttgagece

<210>
<211>
<212>
<213>

<400>

2

58

DNA

Homo sapiens

2

cagcttcgece tcaccccatt acagtctcac cacgccccgt cccctctccg ttgagecc

<210>
<211>
<212>
<213>

<400>

3

58

DNA

Homo sapiens

3

cgcgeccttcg cccgggtggg gcgctgcget gtcagcggec ttgctgtgtg aggcagaa

<210>
<211>
<212>
<213>

<400>

4
58
DNA
Homo sapiens

4

cctgcggggg caggggcggg ctggttccct ggccagccat tggcagagtc cgcagget

<210>
<211>
<212>
<213>

5
58
DNA
Homo sapiens
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59

58

58

58



Moore, et al. (9692-000030) Seq.Listing.ST25

<400> 5
agggctgtca atcatgctgg ccggcgtggc cccgectccg ccggegegge cccgectce

<210> 6

<211> 20

<212> PRT

<213> Homo sapiens

<400> 6

Met Glu Leu Glu Asn Ile val Ala Asn Ser Leu Leu Leu Lys éga Arg
1 5 1

GIn Glu Lys Asp
20

<210> 7

<211> 59

<212> DNA

<213> Homo sapiens

<400> 7
atggagctcg agaacatcgt ggccaactcg ctgctgctga aagcgcgtca agaaaagga

<210> 8

<211> 20

<212> PRT

<213> Homo sapiens

<400> 8

Tyr Ser Ser Leu Cys Asp Lys GIn Pro Ile Gly Arg Arg Leu Phe Arg
1 5 10 15
Gln Phe Cys Asp

20

<210> 9

<211> 59

<212> DNA

<213> Homo sapiens

<400> 9
ttatagcagt ctttgtgaca agcaaccgat aggaagacgt ctcttcaggc agttctgtg

<210> 10
<211> 20
<212> PRT
<213> Homo sapiens
<400> 10

Met Thr Ser Arg Asp Ala Leu Ala Ala Arg val Ala Gly Thr Gly Pro
1 5 10 15
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Arg Trp Leu Ser
20

<210> 11

<211> 59

<212> DNA

<213> Homo sapiens

<400> 11
atgacgtcac gggacgcact cgccgcgagg gttgccggga cgggcccaag atggctgag

<210> 12

<211> 20

<212> PRT

<213> Homo sapiens

<400> 12

Ala Leu val Pro Leu Leu Pro Ala Ala Gln Ser Pro Ile His Cys Leu
1 5 10 15

Ala Ala Lys Trp
20

<210> 13

<211> 59

<212> DNA

<213> Homo sapiens

<400> 13
cgccttggtt ccgcttctge ctgccgcgeca gageccccatt cattgeccttg ctgctaagt

<210> 14

<211> 20

<212> PRT

<213> Homo sapiens

<400> 14

Met Thr Ser Arg Asp Ala Leu Ala Ala Arg val Ala Gly Thr Gly Pro
1 5 10 15

Arg Trp Leu Ser
20

<210> 15

<211> 59

<212> DNA

<213> Homo sapiens

<400> 15
atgacgtcac gggacgcact cgccgcgagg gttgccggga cgggcccaag atggctgag

<210> 16
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<211>
<212>
<213>

<400>

1

Moore, et al. (9692-000030) Seq.Listing.ST25

20
PRT i
Homo sapiens

16

5

Ala Ala Lys Trp
20

<210>
<211>
<212>
<213>

<400>

17

59

DNA

Homo sapiens

17

cgccttggtt ccgettctge

<210>
<211>
<212>
<213>

<400>

18
58
DNA
Homo sapiens

18

gcccctacct caccacgecc

<210>
<211>
<212>
<213>

<400>

19
58
DNA
Homo sapiens

19

taccatgcag tcccgccccg

<210>
<211>
<212>
<213>

<400>

20
58
DNA
Homo sapiens

20

cagcttcgec tcaccccatt

<210>
<211>
<212>
<213>

<400>

21
58
DNA
Homo sapiens

21

cgcgcecttcg cccgggtggg

10

ctgccgcgeca gagccccatt

ccecgcatcge cacgcccccg

tcccttectc gtccegectc

acagtctcac cacgccccgt

gcgctgcget gtcagcggec

Page

cattgccttg

ccatcgccac

gccgcegacac

cccctctecg

ttgctgtgtg

Ala Leu val Pro Leu Leu Pro Ala Ala Gln Ser Pro Ile His Cgs Leu
1

ctgctaagt

gcctecect

ttcacaca

ttgagccc

aggcagaa

59

58

58

58

58
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